Correlated Discretized Expression score: a method for identifying gene interaction networks from time course microarray expression data.
One of the goals of genomic expression analysis is to construct gene interaction networks from microarray data. Time course microarray data is a common place to seek causal relationships between the expression of a regulator and its effect on the expression of its targets. By proposing gene expression patterns of regulator and target genes based on biological expectation of regulatory interactions, it is possible to propose a system to identify these patterns. This system is based on the Correlated Discretized Expression (CDE) score calculated from microarray time course data. The CDE-score is derived by discretizing microarray data to identify significant gene expression changes. The usefulness of this method is demonstrated using a set of hypothetical gene expression data and the analysis of S. cerevisiae cell cycle microarray data.